Supplementary Materials
For
If you liked it then you should have put a ring on it: Signal detection analyses show a male commitment overperception bias with mixed evidence for female commitment skepticism 


Study 1
Reliability for K-SF-42 Subscales
	[bookmark: _Toc17716687]Table S1. Reliability for K-SF-42 subscales in Study 1.

	Subscale
	Cronbach’s Alpha

	Insight, Planning, and Control
	0.80

	General Altruism
	0.76

	Religiosity
	0.97

	Experiences in Close Relationships
	0.65

	Relationship with Biological Parents
	0.87

	Family Contact and Support
	0.89

	Friends Contact and Support
	0.93





Study 2
Reliability for K-SF-42 Subscales
	Table S2. Reliability for K-SF-42 subscales in Study 2.

	Subscale
	Cronbach’s Alpha

	Insight, Planning, and Control
	0.90

	General Altruism
	0.80

	Religiosity
	0.95

	Experiences in Close Relationships
	0.88

	Relationship with Biological Parents
	0.93

	Family Contact and Support
	0.96

	Friends Contact and Support
	0.93




R Code
# ********** Scale Reliability ****************
library(readxl)
library(psych)
library(dplyr)

#instructions for using this analysis here: https://rpubs.com/hauselin/reliabilityanalysis

#***************STUDY 1***************************
Scales1 <- read_excel("CommSkep 1 Scales.xlsx")
View(Scales1)
summary(Scales1)
describe(Scales1)

STMO1 <- select(Scales1, 13:22)
View(STMO1)

LTMO1 <- select(Scales1, 24:30)
View(LTMO1)

MV1 <- select(Scales1, 32:35)
View(MV1)

Self1 <- select(Scales1, 37:42)
View(Self1)

GenAlt1 <- select(Scales1, 46:51)
View(GenAlt1)

Religion1 <- select(Scales1, 55:60)
View(Religion1)

Partner1 <- select(Scales1, 64:69)
View(Partner1)

Parents1 <- select(Scales1, 73:78)
View(Parents1)

Family1 <- select(Scales1, 82:87)
View(Family1)

Friends1 <- select(Scales1, 91:96)
View(Friends1)

alpha(STMO1)
alpha(LTMO1)
alpha(MV1)
alpha(Self1)
alpha(GenAlt1)
alpha(Religion1)
alpha(Partner1)
alpha(Parents1)
alpha(Family1)
alpha(Friends1)

#***************STUDY 2***************************

Scales2 <- read_excel("CommSkep 2 Scales.xlsx")
View(Scales2)
summary(Scales2)
describe(Scales2)

STMO2 <- select(Scales2, 13:22)
View(STMO2)

LTMO2 <- select(Scales2, 24:30)
View(LTMO2)

MV2 <- select(Scales2, 32:35)
View(MV2)

Self2 <- select(Scales2, 37:42)
View(Self2)

GenAlt2 <- select(Scales2, 46:51)
View(GenAlt2)

Religion2 <- select(Scales2, 55:60)
View(Religion2)

Partner2 <- select(Scales2, 64:69)
View(Partner2)

Parents2 <- select(Scales2, 73:78)
View(Parents2)

Family2 <- select(Scales2, 82:87)
View(Family2)

Friends2 <- select(Scales2, 91:96)
View(Friends2)

alpha(STMO2)
alpha(LTMO2)
alpha(MV2)
alpha(Self2)
alpha(GenAlt2)
alpha(Religion2)
alpha(Partner2)
alpha(Parents2)
alpha(Family2)
alpha(Friends2)

#********* Analyses STUDY 1 *********
library(readxl)
library(lme4)
library(nlme)
library(psych)
library(emmeans) 
library(car)
library(ggplot2)
library(gridExtra)

dat <- read_excel("Commskep for R.xlsx")
View(dat)
summary(dat)
describe(dat)

dat$Truth<- dat$`Truth (-.5=N)`
dat$Answer<- dat$`Binary Perception`
dat$Sex<-as.factor(dat$Sex)
dat$Sex<- C(dat$Sex, sum) #sets to effect coding rather than dummy coding
print(attributes(dat$Sex))
dat$Vignette <- dat$`Vignette Label`
dat$Participant <- dat$`P#`
dat$c.MV<-scale(dat$MV, scale=FALSE)
dat$c.STMO<-scale(dat$STMO, scale=FALSE)
dat$c.LTMO<-scale(dat$LTMO, scale=FALSE)
dat$c.K<-scale(dat$K, scale=FALSE)

summary(dat)


#SDT analysis

SDT<-glmer(Answer~Truth*Sex +Truth*c.MV +Truth*c.STMO +Truth*c.LTMO +Truth*c.K +(Truth|Participant)+(1|Vignette), data= dat, family=binomial(link="probit"),control = glmerControl(optimizer = "bobyqa"))


summary(SDT)
emmeans(SDT, ~Sex, at=list(Truth=0)) #this gives us -c
emtrends(SDT, ~Sex, var="Truth")  #this gives us d'

vif(SDT)
hist(resid(SDT),main=" ")



#EMT analysis
datemt <- read_excel("Commskep for EMT.xlsx")
View(datemt)

datemt$Sex<-as.factor(datemt$Sex)
datemt$Sex<- C(datemt$Sex, sum) #sets to effect coding rather than dummy coding
print(attributes(datemt$Sex))

datemt$c.MV<-scale(datemt$MV, scale=FALSE)
datemt$c.STMO<-scale(datemt$STMO, scale=FALSE)
datemt$c.LTMO<-scale(datemt$LTMO, scale=FALSE)
datemt$c.K<-scale(datemt$K, scale=FALSE)



EMT<-lm(AveMisper~Sex +c.MV +c.STMO +c.LTMO +c.K, data=datemt)
summary(EMT)
hist(resid(EMT))
vif(EMT)
Anova(EMT) #same as lm because same sums of squares


emmeans(EMT, ~Sex) #gives model estimated misperceptions by sex


sextest<-t.test(datemt$AveMisper ~ datemt$Sex, alternative="two.sided")
sextest



#Graphs
#women SDT curves
asensiWx<-c(-1.655, 1.655)
asensiWy<-c(0.4,0.4) 
adprimeW = 3.31 
acW = .291
plot(function(x) dnorm(x, mean=-adprimeW/2), -5,5, lty="dashed", lwd=4, col="red", xlab="Evidence Strength", ylab="",yaxt="n", main="Women", xlim=c(-6,6), ylim=c(-.1, 0.5), cex.main=3, cex.lab=3, cex.axis=1.5)
plot(function(x) dnorm(x, mean=adprimeW/2), -5,5, add=T, col="green", lwd=4)
lines(asensiWx, asensiWy, col="orange", lwd=2, lty="twodash")
abline(v=acW, col="blue", lwd=2, lty="longdash")
text(-2,-0.05,"Bias = 0.291", col="blue",cex=2)
text(2.5,0.425,"Sensitivity = 3.31", col="orange",cex=2)

#men SDT curves
asensiMx<-c(-1.77, 1.77)
asensiMy<-c(0.4,0.4)
adprimeM = 3.54
acM = -.269
plot(function(x) dnorm(x, mean=-adprimeM/2), -5,5, lty="dashed", lwd=4, col="red", xlab="Evidence Strength", ylab="", yaxt="n", main="Men", xlim=c(-6,6), ylim=c(-.1,0.5), cex.main=3, cex.lab=3, cex.axis=1.5)
plot(function(x) dnorm(x, mean=adprimeM/2), -5,5, add=T, col="green", lwd=4)
lines(asensiMx, asensiMy, col="orange", lwd=2, lty="twodash")
abline(v=acM, col="blue", lwd=2, lty="longdash")
text(-2,-0.05,"Bias = -0.269", col="blue", cex=2)
text(2.65,0.425,"Sensitivity = 3.54", col="orange", cex=(2))
#********* Analyses STUDY 2 *********


dat2 <-read_excel("Commskep2 for R.xlsx")
View(dat2)
summary(dat2)
describe(dat2)

dat2$Truth<- dat2$`Truth (-.5=N)`
dat2$Answer<- dat2$`Binary Perception`
dat2$Sex<-as.factor(dat2$Sex)
dat2$Sex<- C(dat2$Sex, sum) #sets to effect coding rather than dummy coding
print(attributes(dat2$Sex))
dat2$Vignette <- dat2$`Vignette Label`
dat2$Participant <- dat2$`P#`
dat2$c.MV<-scale(dat2$MV, scale=FALSE)
dat2$c.STMO<-scale(dat2$STMO, scale=FALSE)
dat2$c.LTMO<-scale(dat2$LTMO, scale=FALSE)
dat2$c.K<-scale(dat2$K, scale=FALSE)

summary(dat2)


#SDT analysis

SDT2<-glmer(Answer~Truth*Sex +Truth*c.MV +Truth*c.STMO +Truth*c.LTMO +Truth*c.K +(Truth|Participant)+(1|Vignette), data= dat2, family=binomial(link="probit"),control = glmerControl(optimizer = "bobyqa"))


summary(SDT2)
emmeans(SDT2, ~Sex, at=list(Truth=0)) #this gives us -c for each sex
emtrends(SDT2, ~Sex, var="Truth")  #this gives us d'for each sex

vif(SDT2)
hist(resid(SDT2),main=" ")


#EMT analysis
datemt2 <-read_excel("Commskep2 for EMT.xlsx")
View(datemt2)

datemt2$Sex<-as.factor(datemt2$Sex)
datemt2$Sex<- C(datemt2$Sex, sum) #sets to effect coding rather than dummy coding
print(attributes(datemt2$Sex))

datemt2$c.MV<-scale(datemt2$MV, scale=FALSE)
datemt2$c.STMO<-scale(datemt2$STMO, scale=FALSE)
datemt2$c.LTMO<-scale(datemt2$LTMO, scale=FALSE)
datemt2$c.K<-scale(datemt2$K, scale=FALSE)



EMT2<-lm(AveMisper~Sex +c.MV +c.STMO +c.LTMO +c.K, data=datemt2)
summary(EMT2)
hist(resid(EMT2))
vif(EMT2)


emmeans(EMT2, ~Sex) #gives model estimated misperceptions by sex


sextest2<-t.test(datemt2$AveMisper ~ datemt2$Sex, alternative="two.sided")
sextest2




#Graphs
#women SDT curves
asensiWx<-c(-1.73, 1.73)
asensiWy<-c(0.4,0.4) 
adprimeW = 3.46 
acW = 0.081
plot(function(x) dnorm(x, mean=-adprimeW/2), -5,5, lty="dashed", lwd=4, col="red", xlab="Evidence Strength", ylab="",yaxt="n", main="Women", xlim=c(-6,6), ylim=c(-.1, 0.5), cex.main=3, cex.lab=3, cex.axis=1.5)
plot(function(x) dnorm(x, mean=adprimeW/2), -5,5, add=T, col="green", lwd=4)
lines(asensiWx, asensiWy, col="orange", lwd=2, lty="twodash")
abline(v=acW, col="blue", lwd=2, lty="longdash")
text(-2,-0.05,"Bias = 0.081", col="blue",cex=2)
text(2.5,0.425,"Sensitivity = 3.46", col="orange",cex=2)


#men SDT curves
asensiMx<-c(-1.72, 1.72)
asensiMy<-c(0.4,0.4)
adprimeM = 3.44
acM = -0.34
plot(function(x) dnorm(x, mean=-adprimeM/2), -5,5, lty="dashed", lwd=4, col="red", xlab="Evidence Strength", ylab="", yaxt="n", main="Men", xlim=c(-6,6), ylim=c(-.1,0.5), cex.main=3, cex.lab=3, cex.axis=1.5)
plot(function(x) dnorm(x, mean=adprimeM/2), -5,5, add=T, col="green", lwd=4)
lines(asensiMx, asensiMy, col="orange", lwd=2, lty="twodash")
abline(v=acM, col="blue", lwd=2, lty="longdash")
text(-2,-0.05,"Bias = -0.340", col="blue", cex=2)
text(2.65,0.425,"Sensitivity = 3.44", col="orange", cex=(2))





